Abstract
We sequenced exons 16 Over the past four years, we have ascertained families with autosomal dominant, early onset AD, some of which had already been negatively tested for the APP 717 Val-Ile mutation.'2 In the present study we report the detection of APP 717 Val->Ile mutations in three early onset AD families and show that these three novel AD families do not result from a founder effect.
Subjects and methods

AD FAMILIES
Ninety two EOAD probands (onset before the age of 60), fulfilling the NINCDS-ADRDA criteria for probable AD,33 were ascertained from consecutive admissions to several French hospitals. A segregation analysis showed that, in 18 pedigrees, the pattern of familial aggregation was consistent with autosomal dominant inheritance of a pathological gene fully penetrant by the age of 60.34 These pedigrees were screened for mutations in exons 16 and 17 of the APP gene. 
